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Development for automatic data analysis of large-scale glycomics
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Glycans are key molecules in biological process, and the analysis of the
types and amounts of glycans in various biological states 1s indispensable information for
understanding biological events such as diseases and aging. Glycans are analyzed by mass
spectrometry. The data analysis has conventionally been done manually, and in some cases, it takes
weeks to complete the analysis. In this project, data analysis has been largely automated with the
support of informatics, and tools that enable analysis in "minutes” have been developed. In the
course of the project, we decided to contribute to the Human Glycome Atlas Project of Nagoya
University, and modified the program to be able to analyze glycans of a large population, and
constructed a prototype to realize these changes.
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