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Elucidation of reproductive distribution and infection ecology of native and
alien wildlife using trace fecal DNA markers

Sasai, Kazumi
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Recently, the number of wild animals increases, and their inhabiting areas
are spreading in Japan. Most of pathogenic microorganisms can be directly or indirectly transmitted
by fecal-oral routes. In the present study, we focused on the gastrointestinal parasites that can
survive outside of hosts and in the environments, as the marker of fecal-oral transmission of the
pathogenic agents. We surveyed approximately 600 fecal samples of wild mammals and birds and it
found that they were highly infected with the parasites. Compared to those of birds, the prevalence
of mammals was relatively high. Additionally, we could successfully construct high sensitive PCR
method to detect the Strongyloides spp. from nutrias. Furthermore, we found the possibility to
analyze the haplotypes of wild animals using a piece of feces. These findings can contribute to
evaluate the risk for pathogenic transmission of wild animals.
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Detection of intestinal parasites in nutrias (Myocastor coypus) and molecular identification of Strongyloides myopotami from
the eggs.
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