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The Significance of TGFB1 Expression in Clear Cell Renal Cell Carcinoma

Takahara, Taishi
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To determine whether TGFB1 affects the immune microenvironment of ccRCC, we
investigated the association between TGFB1 expression and clinicopathological features using tissue
microarray sample from 158 ccRCC and 12 normal kidney tissue. TGFB1 expression was assessed by
RNAscope. TGFB1 was significantly upregulated in ccRCC tissue than in normal kidney tissues. Tumors
with a high WHO/ISUP grade had higher TGFB1 expression levels. TGFB1-high group displayed
significantly shorter relapse-free survival than TGFB1-low group. TGFB1 expression was significantly

upregulated in patients who developed distant metastasis after surgery than in patients without
metastasis. TGFB1 expression positively correlated with the number of PD-L1-positive cells in the
tumor stroma. TGFB1 expression was associated with the formation of tertiary lymphoid structures.
Our data provide new insights into the association between tumor biology and tumor microenvironment

in ccRCC.
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