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Stratification and optimization of pancreatic cancer treatment based on
chromatin dynamics

Kato, Hiroyuki
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Unraveling the pathogenesis of various pancreatic tumors is an urgent issue
for their treatment optimization. Among them, intraductal papillary mucinous tumor (IPMN) is one of
the precursor lesions in pancreatic cancers, which is often identified as a pancreatic cyst in
health checkups. Although the number of patients with IPMN is increasing, no treatment has been
established to prevent IPMN carcinogenesis other than surgical resection. Therefore, understanding
of the tumor progression process of IPMN has been warranted.

To achieve this, we have established a series of original patient derived IPMN organoids. By
applying cutting-edge genomic and epigenomic analyses to these models, we have identified that IPMN
have distinct epigenomic profiles with characteristic addictive behaviors supported by MNX1-HNF1B
axis, implying a feasibility for therapeutic implementation in this disease. These findings may
contribute to the control of IPMN pathogenesis.
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