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Discovery and Selection of Urinary Protein Biomarkers for Diabetic Kidney
Injuries Detectable before Microalbuminuria

Yanagita, Kengo
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The number of collected urine samples increased from 75,000 at the time of
this application to 150,000, and the collection is still on-going. In this study, urine samples of
healthy subjects and diabetic patients who developed microalbuminuria (an index of renal impairment)

were analyzed for discovery of biomarkers of early kidney injuries by quantitative proteomics and
surface plasmon resonance (SPR) assay using antibodies. These assays elucidated several proteins,
which increased in urine more than 1 year before development of microalbuminuria in diabetic
patients.
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t p Value
DM to DM (0) vs 6.6 6.8 103.1

DM to DN (-720-) 22.1 21.0 94.9 1.3 0.2905622

DM to DN (-600-719) 48.5 50.9 104.9 1.8 0.1249245

DM to DN (-480-599) 30.7 23.7 77.3 2.7 0.0318132

DM to DN (-360-479) 53.2 45.4 85.4 3.2 0.0089000

DM to DN (-240-359) 79.2 76.3 96.4 3.9 0.0011134

DM to DN (-120-239) 39.2 39.7 101.4 4.2 0.0002283

DM to DN (-1-119) 49.0 60.9 124.3 3.9 0.0005148

DM to DN (0) 47.0 63.9 135.9 4.1 0.0001909

HV 4.2 5.3 125.4 -2.1 0.0425472
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