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Development of a segugnce and stimulation dependent regulation method of
epitranscriptome and its application to biological clock
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In recent years, the importance of RNA-targeted regulation has increased.
Among them, one of the post-transcriptional modifications, N6 methyladenosine (m6A), has attracted
attention as an important modifying base that determines development, cancer, and circadian clock
cycles, etc. Therefore, these methods are limited in their ability to analyze a wide variety of RNA
methylation roles. In this study, we constructed a system to switch the function of RNA
methyltransferase regulatory enzymes by external environmental changes and to control methylation in
a sequence-selective manner.
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