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i i Prokaryotic operon mRNAs generate small RNAs (sRNAs) from their 3" UTRs. In
this study, we examine whether sRNAs processed from the 3° UTR of mRNAs base-pair with target mRNAs,

or whether mRNAs with regulatory sequences in the 3° UTR themselves base-pair with target mRNAs. We
demonstrate that target repression does not occur when the RNase E cleavage site immediately

downstream of the mRNA stop codon is mutated. This indicates that post-transcriptional regulation

occurs by base-pairing with the target mRNA of the processed sRNA, not with the mRNA.
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