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Development of antibody-fusion proximity biotinylation enzyme for analysis of
virus entry
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Using lentivirus as a model, we apﬁlied the proximal-dependent biotinyl
labeling method to elucidate the virus infection entry pathway, consisting of 19 construction of an
anti-virus-AirlD fused with a virus recognition antibody Fab, 2) generation of antibody-AirlID-loaded
virus, 3) verification of biotinylation of virus surface proteins, 4) confirmation of infection
ability in cells, and 5) identification of antibody-AirlD-loaded We developed technologies for the
following five research projects: 1) creation of biotinylated viruses, 2) creation of biotinylated
viruses, 3) validation of biotinylation of viral surface proteins, 4) confirmation of virus
infectivity, and 5) identification of biotinylated host proteins in cells infected with virus. With
this method, the proximal-dependent biotinyl labeling method was applied to elucidate the viral

infection entry pathway.
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