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Evaluation of _infection routes of microorganisms to seeds by pollinator insects
and its adaptive significance.

Yokoyama, Jun
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Microorganisms that infect plant seeds are expected to be transmitted
horizontally by flower-visiting insects. However this possibility has not been confirmed. In this
study, we investigated the microbiota in the seeds of annual plants with chasmogamous and
cleistogamous flowers, and verified the infection route from flowers via flower visitors as a
mechanism of seed infection.

Microorganisms were isolated from the seeds of two plant species and molecular identification was
performed. Microorganisms that may affect plant growth were isolated. The microorganisms isolated
from flower-visiting insects included genera obtained from the seeds of the target plants,
suggesting the possibility of transmission by flower-visiting insects. It was suggested that
endophytic microorganisms may be selected during the infection process from the plant body to the
seeds. Infection experiments were performed, but no effect of promoting germination was observed.
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Analyses of rhizobial communities in root nodules of Japanese species of section Junceae (genus Lespedeza, Fabaceae).
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