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Snakes possess unique morphological features distinct from other
vertebrates, such as the degeneration of limbs and an exceptionally high number of vertebrae. These
characteristics make them highly intriguing subjects for evolutionary studies. The slender and
elongated body of snakes is one of their most distinctive morphological traits, capturing the
interest of not only scientists but also humanity throughout history. In this study, we successfully

identified several candidate genes responsible for the elongated body of snakes through comparative
gene expression analysis between snakes and other species. Since the genetic causes behind the long
bodies of snakes have remained completely unknown until now, this research is expected to
significantly contribute to unraveling the mysteries of snake evolution.
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