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Role of Mutant p53 in Cancer Malignancy and Dormant Switch Mechanisms Targeting
Refractory Breast Cancer
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To elucidate the underlying mechanisms of mutant p53 in malignant
transformation, we investigated the relationship between heterogeneity and malignant transformation
of cancer tissues by combining 3D culture system and single cell RNA-seq analysis. As one of the
molecular basis for the switch mechanism of cancer malignant transformation and dormancy, we found
that mutant p53 activates sterol regulatory element-binding protein 2, a key transcriptional factor
in the mevalonate synthesis pathway, and its regulatory mechanism, SREBP cleavage- activated
protein. Additionally, downstream, a group of molecules controlling the GGPP pathway and
Rho-Rac-Cdc42-mediated polymerization of actin filaments played important roles.
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