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Identification and characterization of skeletal stem cells by spatio-temporal
transcriptomics
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Skeletal stem cells are the cell population which are the origin of
chondrocytes and osteoblasts and they play important roles in skeletal development. In this study,
we applied single-cell genomic technology to the study of skeletal stem cells and analyzed the cell
population of bone tissue using spatio-temporal transcrimtomics. We performed scRNA-seq analysis
using bone tissues and identified differentially expressed genes in the cluster of skeletal stem
cells. Furthermore, we found that transcription factors specifically expressed in skeletal stem

cells promote the expression of multiple Wnt genes. These findings suggest that skeletal stem cells
regulate skeletal development through Wnt signaling.
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