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Metabolite compositions of leopard coral grouper with expanding distribution

YAMASHITA, Hiroshi
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For organisms to expanding distributions, it is essential to adapt food
environments of destination ecosystems. The leopard coral grouper that originally inhabit coral
reefs have been observed in more northern ecosystems in recent years. In this study, we investigated

how metabolite compositions of the grouper changes under different food conditions. At first, we
collected the grouper from original habitat and expanded northern habitat. GC-MS analysis revealed
that the ratios of n-3/n-6 PUFAs are different in both habitats, while the lipid class obtained by
LC-MS analysis are almost same compositions. We then performed tank experiments with different food
sources using hatchery-reared juveniles aged at one-month and one-year old. The results showed that
the lipid compositions of food sources were different, nevertheless, that of the grouper were not
affected by food sources. Subsequent gene expression analysis indicated that the liver may play an

important role in this regulation.
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