2021 2022

miR-200 IL-2

Regulation of IL-2 production by gut microbiota through miR-200 gene silencing
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Our recent study suggested that gut microbiota promotes miR-200

family-induced gene silencing in murine large intestinal lamina propria leukocytes, decreasing IL-2
production. The present study directly demonstrated the gene silencing by transfecting the
synthesized miR-200 family mimic to murine T-cell line EL-4. Meanwhile, we observed reduced several
genes with gene ontology of immune system processes by transfecting the miR-200 family mimic. The

results suggest that the miR-200 family is involved in the regulation of other immune responses than
IL-2 production.
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