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KEA I v 7 AMEFRELE L LD AERNCEROETIC KX 2GR FE LTS, Al
DOHFFETIX, DARBEE~ A 7 1 RNAIZHEH U, [EEZRHER T E1RE~DIGH 2B, BN A
MEE~A 78 RNA DA A—TF >k « A7 V==V T R2ZMBIHEEL, ZnbEHWD
T & CEFENANCBIT BN A~ A 7 o RNA 2832 L. AMENA® niR-193a, miR-137,
miR-218, & 512 miR-596 & #EAA (s 7~ LLGLS3BP, T2 A @ miR-124, miR-203. FE{AA
ADmiR-152 72 FRIE L., X BICEFNFNOEMEMG TFEMEZR SN Lz, Fi2, DA
PEEFE D T G IR - BB REO B IHE N ARE L L CEORRMNEFOMETH 5, =i
i & BRI 53 5 EMT B 72 158 L 7=, RIB2Y A EMT HlHIER G A - SIXL Z[REL, &
BT, PR B2 23 A (0SCC) IR D FEHTIZ & 5 Wnt 3 7' /L B & s - RED FE HLARHT & DNA
A F AR S . THERAIIERE: A0 DNA @ 2 F/Ubic X v BB S D WNTTA &
WNT10A Z R L7=. 24U L B . miR-200-ZEB1-WNT7A-CDH1 #RE& 3BH & 23272 5 7=, F 7= WNTTA
& WNT10A @ DNA i 5] A F-/LAkIE 0SCCIERI D EEVEEE ORI HIA LTz, 4 — F 7 7 ¥ — &
fr+ LC3AV1I DOREEZ I ST D & & HIZT DN AHHIEREZ 7R L7, MeDIP-chip B2 XL 5
MR A T NVACSAT & WEFRA R BLUARNT % $L B DX T A RIRRNT 0 5. DNA a5 2 F ki &
0 SN X 4025 BB AS AHEAS 7 MZB1 2 RE L7-,

WFFERRR OB (H30) -

In order to develop useful diagnostic tools for personalized cancer medicine, we performed genetic and
epigenomic analyses in cancer, and identified novel cancer-related genes. By using
methylation-based screening of tumor suppressor (TS) -miRNAs in oral squamous cell carcinoma
(OSCC), we identified miR-596 and it target gene, LGALS3BP. Epithelial-mesenchymal
transition (EMT) is relevant to the mechanism of invasion and metastasis in cancer. From
a comprehensive gene expression analysis using colorectal cancer (CRC) cell lines, and
following the ontology (GO) analysis, SIX1 was identified as an EMT-related gene in CRC.
Furthermore, through DNA methylation and gene expression analyses of components in
the Wnt signaling pathway, we identified WNT7A and WNTI10A as genes silenced by
mesenchymal-specific DNA hypermethylation in oral OSCC. In autophagy LC3 has a
physiologically important role. Among LLC3 family genes, we identified two transcriptional
variants of LC3A, LC3Av1 and LC3Av2. Interestingly, we found that LC3Av1 functions in

autophagy and indicated that LC3Av1 may be crucial in various types of cancer.
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