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Evolution and meanings of genomic wastelands (RCRO)
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We focused on constitutive heterochromatin (RCRO) that positively concerns to rear
rangements of genome, and performed molecular dissection and estimated biological meaning of RCRO. We deve
loped a new technique to analyze repetitive sequences and analyzed the component and construction of RCRO.

Especially, subterminal satellite and alpha satellite DNA were investigated in chimpanzees, gibbons, and
owl monkeys. Incredible differentiations were found in them. We found following results: 1) Gibbons have a
Ipha satellite DNA not only at centromeres but also at telomeres. 2) Owl monkeys showed that 3 structures
of alpha satellite DNA are related to change of chromosome number and one of them have some concerns with
the nocturnal. 3) Chimpanzees allowed us to postulate that RCRO restrains ectopic recombinations from comp
arisons with results found previously. These outcomes interestingly enable us to be aware some concerns am
ong biological evolution and chromosome reaaramgements.
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