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WFZERL DO EE (F30) : In eukaryotic cells, the nucleus, where transcription occurs, and the
cytoplasm, where translation takes place, are separated by the nuclear envelope. The
regulation of nucleo-cytoplasmic transport of proteins and RNAs is essential for biological
activity. Here, we solve crystal structures of a nuclear export factor and export factor
complex for non-coding RNA export from the nucleus and the crystal structures reveal RNA

recognition mechanism of the nuclear export factor transporting various non cording
RNAs.
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