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The receptor for activated C kinase (RACKI1) was identified as a factor required for nascent
peptide-dependent translation arrest, and the binding of RACK1 to 40S subunit is crucial for translation
repression by poly-basic amino acid sequence. Two E3 ubiquitin ligases, Ltnl and Not4, are involved in
proteasomal protein degradation coupled to translation arrest, and translation arrest by RACK1 is required
for Ltn1-depepdnet protein degradation.
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