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e AR OBEEE (3530) : The transcriptional activities of the NF complexes (NF45-NF90 and
NF45-NF110) are mediated by both the upstream enhancer and core promoter regions of
the c-fos gene. Knockdown of the endogenous NF90/NF110 in mouse cells results in a
diminished induction of c¢-fos transcription upon serum stimulation. Chromatin
immunoprecipitation assays show that the NF complexes occupy the c-fos
enhancer/promoter region before and after serum induction and that their occupancies
within the coding region of the c-fos gene increase in parallel to that of RNAPII upon serum
induction. Thus, the NF complexes appear to serve as multifunctional coactivators that

coordinate different steps of gene expression to facilitate rapid response of inducible genes.
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