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Novel internal initiation mechanism of translation of hepatitis C

IR O (F130) : CHIUFFR ™ A LA RNA O 5° SR NTED 48 X 3 2 5T PR ek &)
FREABAERAL (IRES) 122U\ T, A5 IRES Z##lAGAATE YV A hr=v 7 RNA BB R % iz
TANAEERT DR E L THERE, KBL, IttE2mRE L7z, YA b=y 7 RNA Z 7
AT IZ B8 % 5. 2 ARG EG TR OV T, BN - B2 754 v Z DG &
F1vAMrrokita RUGRARIE LOWF 2T L,

FZERC R OB E (F£30) : Activity of putative novel internal ribosomal entry mechanism of
translation initiation within hepatitis C virus (HCV) RNA was quantified in cultured
cells in which mutant internal ribosomal entry site (IRES) is expressed. Recombinant
virus vector, which harbors mutant IRES, was constructed for the sake of efficient
purification of polypeptides translated from novel mechanism. Post-transcriptional
gene expression mechanisms such as alternative/ectopic splicing and termination
readthrough of the 1st cistron, which affects dicistronic mRNA assays, were delineated.
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