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We analyzed fusion gene(s) between ALK gene and EML4 or other
unknown genes using surgically resected lung cancer specimens. And easy
and effective screening method for detecting these fusion genes related to
ALK gene.

We have established a fluorescent immunohistochemistry (FISH) method
detecting ALK fusion genes easily to place a red probe in the head of ALK
gene and a green probe in the exon 20 of ALK gene, which become
luminescent apart each other when the ALK fusion gene exists.

Because of low incidence of ALK fusion gene in lung cancer population



(under 5% of resected cases), we have established an algorithm for ALK

fusion gene detection. In the algorithm,

tumors those are acinar

predominant adenocarcinoma, without epidermal growth factor receptor

gene mutations, and of patients who are never or light smokers (20

pack-year or lower) are selected for candidates of ALK fusion gene detection.

To apply the algorithm, pretest probability of positive ALK fusion genes

increases up to approximately 25%.
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