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WFFER R OEZE (J£30) : In terms of finding novel functions of plant-derived compounds, assay
systems for inhibitory activity of DNA methylation and transcriptional repression were developed using
transgenic plants that carry an epigenetically silenced transgene. Through these assays, genistein, an

isoflavonoid, was identified as the first plant-derived compound that had such an activity in plant cells.
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2006) D 7 v — =2 7% A MZ Cauliflower
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