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In order to demonstrate the effect of the bifidobacterial genes encoding 'probiotic transpoter', we
generated the genes deficient or overexpressing bifidobacterial strains and assessed them using
Escherichia coli O157:H7 lethal infection murine model. Our experiments clearly showed that the
'probiotic transpoter' largely contributes to the production of acetate by colonized bifidobacteria in the
murine colon, and it could prevent the inflammation provoked by Escherichia coli O157:H7 infection.
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