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Regulatory mechanisms of p27kip1 and its significance by non-genomic
action of thyroid hormone.
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WFFER R OMESE (330) : T3 inhibited the ubiquitination of p27%"*! through inducing the
Thr187 phospholylation of p27%*' | and thus enhanced p27%*' expression. This further

promoted the cell differentiation and inhibited cell proliferation.
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