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A search for the interaction molecules with REIC/Dkk-3 in prostate gland.
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REIC/Dkk—3 acts as a tumor suppressor in multiple cancer cell lines by inducing
apoptosis through endoplasmic reticulum (ER) stress signaling. However, the
intracellular interaction partners of REIC/Dkk—-3 have not been fully elucidated. By
employing yeast two—hybrid screening, we identified the human dynein light chain, Tctex—1,
as a novel interaction partner of REIC/Dkk-3. The binding region of REIC/Dkk-3 with
Tctex—1 contains an amino acid sequence motif [-E-X-G-R-R-X-H-] which was previously
reported as the Tctex—1 binding domain of dynein intermediate chain (DIC). The link
between REIC/Dkk—3 and Tctex—1 may be of significance for understanding the molecular
functions of the proteins in ER stress signaling and intracellular dynein motor dynamics,
respectively.
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