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High protein secretion through artificial enlargement and enforcement of the
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The endoplasmic reticulum (ER) is an organelle that serves as a site for the
biosynthesis of lipids and secretory proteins. Dysfunction of the ER is known as ER stress. In

almost all of the eukaryotic cells, the expression of proteins that constitute the ER is induced at
the transcriptional level in response to ER stress. This is the ER stress response. In this study,
we have developed a method to rescue the growth delay in yeast cells that artificially and
constitutively expressed Hacl, a transcription factor that promotes the ER stress response. In such
cells, the ER was highly extended even under non-stressed conditions, leading to an increase in the
production of lipids and secretory proteins.
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