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Development of a platform for selenoprotein production

Mihara, Hisaaki
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In this study, we aimed to establish a basis for a high-expression system of

human selenoproteins using archaea as the host. We focused on optimizing the culture conditions of
Methanothermococcus okinawensis, conditions for plasmid introduction, and gene disruption protocols.
As a result, we successfully developed a transformation system for M. okinawensis through
homologous recombination. Furthermore, to gain insights into selenoprotein biosynthesis in archaea,
we conducted transcriptional analysis of selenoprotein biosynthesis factors. The results suggested
thaﬁ the genes related to selenoprotein biosynthesis are constitutively expressed in methanogenic
archaea.
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