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Development of a new culture system for human coronaviruses using organoids

Noda, Takeshi
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Efficient culturing of human coronaviruses poses a challenge due to the
absence of cell lines capable of culturing all four types. Here, we aimed to establish human nasal
organoids as a platform for studying these viruses. Initially, we established 2D nasal organoids as

a novel culture system of human coronaviruses. Using this system, we demonstrated that 229E, 0C43,
and NL63 viruses replicated as effectively, if not more so, in nasal organocids compared to
conventional cultured cell lines. Notably, HKUl virus, which failed to replicate in conventional
cultured cell lines, showed successful replication in nasal organoids. These results indicate the
potential of our 2D nasal organoids as a novel culture system for human coronaviruses.
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