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Analysis of network between microenvironmental-cancer cell network in solid
cancers
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We have hypothesized and conducted research on the hypothesis that "immune
cells with somatic mutations,” originating from "clonal hematopoiesis,"” infiltrate tumor tissues in
cancer patients accompanying "clonal hematopoiesis" and function as tumor microenvironmental cells,
influencing the survival and proliferation of cancer cells. This study focuses on the interaction
between tumor cells with diverse cancer genomes and "immune cells with somatic mutations"
functioning within the tumor microenvironments. When melanoma cell lines with different combinations

of genetic mutations were transplanted into model mice of "clonal hematopoiesis," the increase of
Ly6C positive cells, accompanying enrichment of TNFalpha pathway was observed.
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