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GATA2 is a transcription factor that is essential for the maintenance and
differentiation of hematopoietic stem cells. Genetic mutation of GATA2 can be a cause of GATA2
deficiency syndrome, and its severe case shows T cell development impairments, suggesting the notion

that GATA2 might possess important roles for T cell development. However, still little 1s known
about the roles of GATA2 in T cell development. In this study, we sought to reveal the roles of
GATA2 in T cell development. We found that the earliest T cell progenitors in the thymus express
GATA2 at a comparable level of lymphoid progenitors in the bone marrow. Taking advantage of
comprehensive transcriptomic analysis and open chromatin analysis revealed that GATA2 might possess
significant roles in the earliest T cell progenitors in the thymus to regulate its survival and
differentiation potentials.
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