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Identification of the cell of origin of infant leukemia with pluripotency
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B-cell acute lymphoblastic leukemia with MLL-AF4 translocation is the most
common childhood cancer. There are two types, HOXA9 type with high expression of HOXA9 and IRX1 type
with high expression of IRX1; HOXA9 type is common in older children and adults, while IRX1 type is
found only in infants. In this study, we transduced MLL-AF4 into human cord blood CD34+ cells and
transplanted them into immunodeficient NSG mice to generate MLL-AF4 leukemia models with high
expression of IRX1 or HOXA9. We also performed single-cell RNA-seq and found that the expression of
stem cell-related genes was upregulated in the IRX1 type. These results provide a basis for the
development of therapeutic strategies for MLL-AF4 translocated infant leukemia.
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