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Alteration of epigenome in seletecd genomic regions against gastrointestinal
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Cell fate e.g. development or differentiation is determined by epigenome,
and its abnormalities cause various diseases. In this study, important epigenomic aberrations in
gastric cancer are analyzed using clinical gastric cancer specimens and cell culture models, to
elucidate molecular mechanisms for gastric cancer development such as enhancer activation by
transcription factors and loop formation. Aberrations of epigenome and 3D interactome due to
environmental factors such as viral infection were also elucidated. We identified important
epigenomic aberrations, sequence characteristics of the target regions, and activating mechanisms.
New condensate compounds using Pl polyamide were synthesized so that an epigenomic enzyme inhibitor
could be preferentially recruited to ?enomic regions with specific nucleotide sequence
characteristics, to conduct region-selective intervention of epigenomic modification and lay the
foundation for the development of anticancer compounds.
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