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To clarify the transcriptome machinery in which genes associated with dentin

extracellular matrix organization are efficiently transcribed, we attempted to isolate the phase
separation within the nuclear of odontoblasts by transfecting phase separation tools and to analyze
the changes in whole-genomic chromatin accessibility during induced differentiation of human dental
pulp stem cells (hDPSC). We failed to isolate the enough amounts of phase separated nuclear fraction

in mouse odontoblasts due to insufficiency of phase separation tools. However, ATAC-seq analyses of

hDPSC successfully disclosed that local epigenetic alteration mediated by the insulators may
possess pivotal roles for hDPSC differentiation and, therefore, the chromatin accessibility
modulation should have therapeutic potential for inducing odontogenic differentiation of hDPSC.
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