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Development of a diagnostic technique using novel high-sensitivity expression
analyses for secondary prevention against pancreatic and renal tumors

Nakayama, Akiyoshi
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It is unfortunate that there are many carcinomas for which there are
currently no effective diagnostic methods for early detection or early detection of recurrence.
Pancreatic and renal cancers are typical examples. We sought to identify molecules specific to
pancreatic and renal cancers by creating a database using a novel high-sensitivity analysis method
combining the High Coverage Gene Expression Profiling (HiCEP) method and next-generation sequencing
(NGS) method in surgical tissues and peripheral blood samples from approximately 90 and 100 cases of

pancreatic and renal cancer, respectively. As results, we have identified several novel genes whose
expression levels were significantly increased in cancer tissues compared to non-cancerous areas.
We have also replicated these results in other case specimens. In addition, we have performed a
spatial transcriptome analysis, which was recently developed, and are now in the process of matching
the results with the above database.
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