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Structure-affinity relationship between the N-glycan of pancreatic glycoprotein
GP2 and bacterial lectin FimH
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Glycoprotein 2 (GP2) is a secreted protein in response to intestinal
inflammation and prevents bacterial colonization of intestinal epithelial cells. GP2 binds to the
bacterial fimbria protein FimH. FimH-GP2 interaction is presumed to be mediated by the high mannose
N-glycans of GP2, although the actual binding mode is unknown. Human and mouse GP2 were expressed
and purified using mammalian cells, and their binding to FimH was measured by biolayer
interferometry. Human GP2 contains a novel glycan-attached site where FimH binds in addition to a
known high mannose N-glycan binding domain. In contrast, the mouse GP2 expressed in mammalian cells
did not have high mannose N-glycans, and there was no binding to FimH.
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AR DOREZZ G/ NV —T1F. B R GP2 DA~ ) — RBEGERfNEN ST A R A
A4 (DI0C RAAY) OFEHEEZH G L, DIOC RAA & FinH L OfESE R LT
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FL-S & WEOY, ABFZEIC 2, CHO AR IV CH B, i L 7= :’f gd aw
KM R 2 T B FFORER T, BERBIC K D 2 N E N 100-

KD 7 - TN L7Z, PNGase F 3 X Endo HALBR AT 7= & 71.' '
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EXFFTHLDThoT, A%IL. FBT aA/HIRORELZ T, EElkzRH+T52 LT,
FMEE BHEAEAE (2 81 2 UMOD & i@t 2B 520025 FETH D,






