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Molecular mechanisms of resistance genes from wheat and barley recognizing the
blast fungus

Asuke, Soichiro
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The barley blast resistance gene Rmo2 and the wheat resistance gene Rwt7
recognize the avirulence genes PBY2 and PWT7, respectively. It was hypothesized that the integrated
domain at the N-terminus of Rmo2 and Rwt7 plays an important role in effector recognition. Using
protoplast assays with domain swap constructs, it was revealed that the integrated domain of Rmo2
specifically recognizes PBY2, while the integrated domain of Rwt7 specifically recognizes PWT7.
Additionally, by screening the effectors of rice and foxtail millet blast fungi based on the
Ehrge—dimensional structure, we successfully identified an avirulence effector gene recognized by

mo2.
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