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Physiological and Morphological Significance of OsMADS18 Gene Duplication in
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In this study, a method was established to manipulate gene copy number using
genome editing that target duplicated sequences. Although the presence or absence of gene
duplication can be detected by the conventional PCR method, it has been difficult to determine
whether the gene duplication is homozygous or heterozygous. In this study, a method was established
to enable the above discrimination by gPCR. Using these methods, genome-edited rice with different
copy numbers of the OsMADS18 gene were generated and compared, resulting in differences in
transcript levels and plant morphology. Therefore, it was suggested that the MADS18 gene copy number
variation is an important allele in rice breeding.
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