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Investigation of key enzymes for novel lignin-degrading pathways employed by
wood rotting fungi

Tamaru, Yoshiaki
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Gloeophyllum trabeum

Genes coding the protease-like novel extracellular proteins were discovered
from the genome information of wood rotting fungi. It was found that the genes were widely conserved
among basidiomycetes, including white-rot and brown-rot fungi. The target proteins from
Gloeophyllum trabeum were successfullly obtained as recombinant proteins, and characterization of
these proteins was also attempted in this research.
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