2022 2023

mRNA

Comprehensive search for novel translational regions of transposon-derived
chimeric mRNAs expressed in mammalian embryos
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High coverage long-read RNA—se? of mouse and bovine embryos during zygotic
genome activation (ZGA) was performed using MinlON, a long-read sequencer from oxford nanopore. To
generate a high-quality transposon-derived chimeric mRNA library, 200 embryos were collected in two
biological replicates. We already obtained sufficient data from this experiment. For the
establishment of GTICT-seq using small molecule translation inhibitors and paired read sequencing,
cDNA fragments just after the translation initiation region were generated using HEK293T, and now we

are analyzing this cDNA using next-generation sequencers. These data will soon be published as a
journal article.
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