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Construction of an eight-segment influenza D virus with M1 and M2 genes.

Ishida, Hiroho
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Influenza D virus (IDV) is considered to be one of the causative viruses of
bovine respiratory disease complex. In this study, an eight-segmented IDV with M1 and M2 (p42) genes
in separate segments was successfully generated by reverse genetics. We also attempted to generate
a partial deletion virus with M1 and M2 (p42) proteins deleted by 10 amino acids each. The results
revealed that six of the amino acid regions common to both M1 and M2 (p42) proteins have important

functions in the M1 protein while not essential functions in the p42 protein.
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