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A comprehensive enhancer atlas of a human neuronal differentiation model to
elucidate the pathophysiology of neuronal disorders
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Using a human mesencephalic neuronal cell differentiation model LUHMES, we
measured the activities of promoters and enhancers and identified over 40,000 active enhancer
regions. DNA conformation analysis further revealed the dynamics of promoter-enhancer interactions
during neuronal differentiation. The identified enhancer regions showed a significant enrichment of
neurological and psychiatric disease-associated polymorphisms, suggesting that they regulate the
expression of genes related to neurological functions. These results are currently being submitted
to an international journal.
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