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Analysis of aged hematopoietic stem cells with miRNA switches
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In this study, we investi?ated microRNAs (miRNAs) associated with
hematopoietic stem cell (HSC) aging. First, we collected HSCs from young and aged mice, and
identified miRNAs differentially expressed between young and aged mouse HSCs through comprehensive
expression analysis of miRNAs using a next-generation sequencer. Next, we attempted to visualize and
compare the heterogeneity of miRNA activity in young and aged mouse HSCs using miRNA-responsive
synthetic mRNAs, miRNA switches. As a result, we found several miRNAs that showed differences in
expression level and activity between young and aged mouse HSCs.
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