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Structure-function analysis of human bitter taste receptors
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Bitter taste receptor TAS2Rs recognize bitter substances in taste cells and
other tissues in the body and are considered to have diverse functions beyond bitter taste
perception. In this study, | established expression and purification systems for various TAS2R
subtypes and successfully prepared the signaling TAS2R complexes with gustducin. The recombinant
TAS2Rs would be beneficial for future structural and functional analysis.
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