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SnRNA sequencing to elucidate the neural circuit mechanism of corticospinal

tract
Takata, Yu
2,200,000
SnRNA-seq SnRNA-seq
SnRNA-seq

In this study, retrograde viral vectors were injected into mouse and monkey
spinal cords to detect neurons that form corticospinal tracts and control finger movement. Single
nucleus analysis was performed to determine whether there were specific genes expressed in those
neurons. First, as a preliminary step, we investigated retrograde viral vectors that could be used
for SnRNA-seq and established a nuclear isolation method suitable for monkey samples. Then,
SnRNA-seq was performed using mice and monkeys injected with the viral vectors. We obtained
knowledge on the proportion of corticospinal tract neurons, expressed genes, and neuron types
distributed in mice and monkeys.
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