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Analysis of the contribution of cell adhesion factor Saa to the severity of
enterohemorrhagic Escherichia coli infection and its pathogenic mechanism
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Whole genome sequencing of 312 enterohemorrhagic Escherichia coli (EHEC)
strains was performed and the gene for cell attachment factor Saa was detected in 90 EHEC strains.
By serotype, saa was detected at high rates in 0X18:H19 (87.5%) and OX21:H19 (81.8%). Additional
analysis of two strains derived from HUS patients suggested that unspecified factors other than
known adhesion factors, including saa, contribute to the cell adhesion of this strain. This study

indicates the presence of novel adhesion-related genes that may be involved in the severity of EHEC
infection.
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