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Pathogenesis Elucidation of Follicular Lymphoma Progression Using Liquid Biopsy

Hori, Yoshikazu
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We examined gene mutations associated with the transformation of follicular
Iymphoma (FL) using liquid biopsy. In transformed FL, the amount of cfDNA extracted was
significantly higher even after adjusting for tumor burden. In this study, cfDNA at 82.8 ng was
determined to be the value that stratified the transformation. Next-generation sequencing analysis
using cfDNA revealed that the ratio of gene mutations, excluding TP53, was comparable to the genes
extracted from previously reported FL lesions. On the other hand, TP53 mutations were significantly
more frequent than previously reported. Interestingly, although there was no significant difference
in the ratio of TP53 mutations between transformed and non-transformed cases, the VAF was
significantly higher in transformed FL. This fact suggests that TP53 mutation-positive subclones
exist in non-biopsied sites of FL from the time of diagnosis and that these subclones may increase

as significant clones as transformation occurs.
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