2022 2023

Elucidation of Racial and Regional Differences in Cancer Using Real-World Cancer
Genomic Data in Japan
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In this study, we analyzed comprehensive genomic profiling test data from
approximately 50,000 Japanese patients and compared the frequencies of driver gene mutations with
those found in the White population of a U.S. cohort. Our analysis of 352 recurrent driver
gene-cancer type combinations revealed 14 combinations with a high frequency and four with a low
frequency in Japanese cancer patients. Notably, we observed a high frequency of TP53 mutations
across ten cancer types in Japanese patients, including colorectal cancer and cholangiocarcinoma.

Additionally, we compared the clinical actionability between the two cohorts and found that a

comparable proportion of patients in each cancer type harbored at least one clinically actionable
genetic lesion. In summary, we elucidated the characteristics of genetic alterations in Japanese
cancer patients, emphasizing racial differences.
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