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We attempted to design ASOs using two representative Ewing"s sarcoma cell

lines. We designed ASOs that induce Exon Skipping by targeting the Exon5 and Exon7 donor sites. 24
hours after transfection of the ASOs, RNA was isolated, and PCR was used to confirm whether Exon
Skipping was generated. The amplicons obtained were wild-type only due to their size. Since the ASOs
were tagged with a fluorescent dye, only fluorescent positive cells were sorted the day after
transfection. Next, we designed a total of seven ASOs targeting the Exon super enhancer (ESE) and
the Donor site of Exon3. However, we could not confirm that Exon skipping was induced by any of the
ASOs, and the ESE sites were referred to a public database. A total of 9 different ASOs were tried,

but they did not have the expected effect on EWS-FLI1. For the success of future studies, it is
necessary to improve the identification of the exact ESE site and to confirm that ASOs are

transferred into the nucleus.

Sarcoma

Oligonucleotide therapy EWS-FLI1




Ewing

2 85
2
2003
5 70-80
5 20-30
20 Ewing
RNA EWSR1 ETS
family EWSR1
EWSR1 FLI1, ERC, ETV1
breakpoint EWSR1 Exon7 FLI1 Exon6
EWS-FLI1 50 EWS FLI1 DNA
Ewing
siRNA
COVID-19 mRNA
Antisense Oligonucleotide ASO
ASO FDA
PMDA nusinersen
Duchenne eteplirsen
EWSR1 ASO Ewing
EWSR1 Exon skipping
antisense oligonucleotides (ASO) EWS-ETS mMRNA
Invitro in vivo EWSR1
Ewing 2 ASO
EWS-FLI1 EWS-FLI1
transcription variant
EWSR1 Exonl-7  FLI1 6-10
Typel EWS/FLI1 Exon skipping Frame shift
Exon Exon5  Exon7 ASO 5
Donor site ASO Ewing
24 RNA cDNA
100bp PCR Exon
Skipping Skipping Skipping
100-200bp
Skipping
ASO
ASO Exon super enhancer
ESE ASO Exon3  Donor site ASO 7
ASO Exon skipping
ESE

EWS-FLI1

ESE
9 ASO



ASO Exon Skipping
ESE ASO






