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Study of somatic mutations in normal blood cells using whole-genome sequencing

Yoshida, Kenichi
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In this stud%, we aimed to reveal the accumulation of somatic mutations in
normal blood cells and its relationship with aging and environmental factors, such as alcohol
drinking and smoking, for the further understanding of the mechanisms of development of
hematological malignancies. We collected peripheral blood samples from one hundred healthy donors
who visited medical checkup and selected the cases who will be subjected to the genetic studies
based on their age and smoking and drinking histories. We performed whole-genome sequencing of 174
single-cell blood cell colonies derived from one cord blood sample and 11 healthy donors. As a
result, 14 mutations accumulated per year in normal blood cells, which was consistent with the
previous reports. There was also a heterogeneity of mutation burden between individuals, which might
be related with life history of the donors.
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Clonal evolution in normal lung tissue leading to lung cancer development
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Somatic mutations in blood cells with constitutional genome instability.
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Somatic mutations and clonal evolution in normal blood cells in patients with cancer predisposition syndromes.
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