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Development of high-precision genome editing technology to prevent Alzheimer®s
disease through disease-protective editing.

Hino, Tomohiro
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We performed a comprehensive analysis on single nucleotide polymorphisms in
Alzheimer”s disease and successfully identified a disease-protective polymorphism with reduced AR
levels. In addition, we confirmed that AR was reduced in a mouse model of Alzheimer®s disease in
which the protective polymorphism was knocked in. Furthermore, we were able to confirm acquired
genome editing by intracranial local injection of adeno-associated virus carrying an adenine-based
editor. Pathological evaluation and behavioural experiments will continue to confirm the therapeutic
effect.
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